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mi£#^ H-3 064 04 2 



/jf 5£ 10 — 233892 



g * -e © r ^ j wmn * m -r s 2 ics b*© s a ft . 

^in^itT^sr^ y fiascos: ^o^^/^^n-r--f >&^-r*«we©^ 
is«<z>7^ y$eg2#J©e>*>© 1 £t~teWLffie>7^ JWt^nM, Xik^ fttf/xtt 

y5t*b:*-^F. 

[»#3g8] BB#l#-&2, IB#I##4, XJ«E^J#^6©v^*i*MCffl*©D 

9 ] 1 sQev^ b 6 ©v>t* l ^IclBfEOfieKtrSSaR-r **t# 

o 

[0 0 0 1 ] 
[0 0 0 2] 

1 mSE#¥ 11-30 





Sftsp. 10—233892 



Sij@Iiat'$>S (Hirai, Y. , et al., Cell, 69, pp.471-481, 1992)„ 

Vn^> (Gumbiner, B.M., Cell., 69, pp. 385-387, 1992)„ 0Q fc^l/^ >f "7 

jBWfcST'f V7*-2*###^S£fc#*lE>*lTV*S (Zha, H. , et al., Gen 
A omics, 37, pp. 386-389, 1996; Hirai, Y., et al., Biochem. Biophys. Res. C 
ommun., 191, pp. 1332-1337, 1993; Oka, Y. , 1997*£5J§)„ 
[0 0 0 3] 

(Hirai, Y., et al., Cell, 69, pp.471-481, 1992; Koshida, S. , et al. 
, Biochem. Biphys. Res. Commun., 234, pp. 522-525, 1997) „ i; K^G^HH 
MZffi&ith. IL-6, I L- 8<DV^ h#>f >#^£{JE3ibT^6 (Oka, Y 
., et al., Exp. Cell Res., 222, pp.189-198, 1996) „ M&~Zl$* ^JlZzfU 
f>f>?:41t5SCp 2MSSfCXlf^;V7>f >£j&0;^5£:^*lflJW^5fibT# 
# |I^bfc^«lit^^t-S3i:A^e>A^CJ&oTV^S (Hirai, Y., et al., J. Ce 
11 Biol., 140, pp. 159-169, 1998) . X tf =E;b7 W > li. K*©H??lCjBHi- 

^(7)iT^^^v^^«fe^i!^«^^^^c^Tfesr^:^s^#$nTv^s(z 

ha, H. , et al., Genomics, 37, pp. 386-389, 1996; Panaretto, B.A., Reprod. 

Fertil. Dev., 5, pp. 345-360, 1993; Matsuki, Y. , et al, Archs. Oral Biol 
.,40, pp. 161-164, 1995) „ 

[0 0 0 4] 

v^ 0 att»»cma©sa«ts:^»s**fe«>©»«i:L/'ctt, *x tys^*© 



2 



ffiiiE#¥ 11-3064042 




[0 0 0 5] 
[0 0 0 6] 

s j mm* 9 5 %sk±a>^u p- zm-t ssai ; Hi*i3&©siai#-* i 

[0 0 0 7] 

3 mSE#¥ 11-3064042 
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[0 0 0 8] 

K#[©3"&©j**rr<& 1 2j^±©i6i63^e>«:*DNA3^i6«sn*. 3®dna 

[0 0 0 9] 

n-^- ;i,m<*##ii§ w tc J: y s ti * . 
[0 010] 

Hirai, Y. , et al., J. Cell Biol., 140, pp. 159-169, 1998) c iilb©r-f V 
7* --Mi, C*»»^©T^ ^ttCRfeJctfttft GKzKttXttSfcKffi) JCfcU 
7^V7*-A1, 2, 3 lC#S2 4xT^&o ±IB^3SK:fl6A«, *^i©Sfi 

ftcDffa*«T?*>6K^j*©s^i#^ i tmm®7$ jmmmfrhtz&v*;^ 

4 ffi8I4t¥ 11-306 



ij^sp; 10 — 233892 



[0 0 11] 

*/Xt:*E/l/7-f>2, 9i/li;W04, ar^fc^^aibr^A/^-f >2lCfe 

# & f * -f > i ~ 4 bustf © t^utfes (Bj#j*<z)se?y#^ i icsa«© r s J 

9 5/1^7^ > 2 

K*^f>i -. r ^ / BfcK#j i©i*i*e>io7t@ 

K*>f > 2 : >>SMK#I1 ©10 8*B*»6> 1 8 7#S 
F*>f >3 : T ^ gEl2#J 1 ©188S@*^ 2 6 2f I 
F*>f >4 : jmmni ©2 6 3#B*62 8 7#B 
[0 0 12] 

K*>f>i -. r ^ / $eie#! 3<DitB^e>io7#i 

F* >f > 2 : T 5 >> ^IS#! 3 CD 1 0 8 #@ ^£ 1 8 7 # B 
F*>f > 3 : y BfcBi#I3 © 18 8#gA^ 2 6 2#@ 
F*^f > 4 : T ^ y Bfcffi#l 3 <D 2 6 3#g*^ 2 6 9#S 

F* >f > 1 SHE#I 5ffilf B*5>107#B 

F*>f y2 : T ^ y^fB^!l5C7)l 0 8#S*»& 1 8 7#@ 
F*-^ y 3 : T 5. y^lE#l5C7) l 8 8#gfrfe 2 6 2SS 
F*>f >4 : T 5 JWMWS ©2 6 3fgA^ 2 8 7f @ 
[0 0 13] 

F*-f>i £F*^>3ttn-f;vFn-f;^^T-&»K Nflm>f;i/K 
3>f/Hg«, Cffln>f;i/F:3>r/l/««fc<U*JriTV>6. K*>T> 4 

5 asn#^ 11-30 




4$ 5p. 10 — 233892 

o 

F*>f >2 : <Bfl&**Fi:GM-CS F (fiR^H^ 1*^ h:ft-f ><Z>— «) 
F*>f>4 : *-r yi ©*MBK*S-&K*>f > 

[0 0 14] 

>2©fBMre*s- xtr^7-r >&tfr*xe><7> F*-f >©«lBtt, JPE#© 

[001 5 ] 

tffffi© 3 o®i^7-f > lCoVMT> S/xtT^7 02©lfSA^26 
2#g£T?<Z>7 5. tfS/xfcT^/l/y-f >4C01#S^e>2 6 2S@tT* 

©ys^Kffi^te^lc-ifcbTfcy, dor* y^@B^!li:t:^^x«;i/7>f 

>2©1#B^&2 6 2#g*T?©y$>>IME?!J£HU *tnS?-*«9 9. 2% 
t*«KLJ:<ff#SnTVxS. tot, I©TOr5 y»BB^Itt«»»Bxtr^ 

l#@fr£>2 6 2#B £:T*(Z>7^ y MSWJCfctt**^ n S?-l£9 4. 3 %T*& 

6 mSE^^ 11-3064042 
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[001 6] 

xi* 5 © v^*i7wcfa«©T ^ / sMBTtt© e> »««©y ^ j mznm 

JCOV^Ttt, J. Cell Biol., 140, pp.159-169, 1998lCfB«£ tlfc^Sac J: *J fit 

Si-Si £#«r«T*&*. t£&^*ncDxtf*;i/7>f >SK:ti^©#*&te 
&i-&ftUS#&*£fc#*i£>*vcv** (H irai > Y -» et al " Cel1 ' 69 > pp- 471 " 

481, 1992) . 
[0017] 

- hn v yyri^>fcif<D«s&fflvvt^££UMb. ift*e»*«5eRfe 
•ess. t(fiB»e^&a«K»^hU9A*^©^m*eia««ai't-*^ » 

£ VN&g|S<&4W6^M& (Kramer, W. et al., Methods in Enzymology, 154, 3 
50, 1987) ^!J3> h PC R2fe (PCR Technology, Stockton press, 1989 

[0 0 18] 

7 miE4t¥ 11-30 




ijf 3p. 10 — 233892 
5tf>^-f*i2McSE«©y^ ymB2#I£n- FtSx^;i/7 0»t5?liW 

#4, 6 Ctt, ^tl^^S/Xb^;!/?^ >2, 9$/Xfc?*E/l/:7-f 

a 

[0 0 19] 

$*iSo 7>^iz>X3Ky l'** 1 K«±ffi3KU K©— MMBfcbT 

St^l/tf^K-e&S^fc&EaVrstfr&K: ry>^-fe>^/KU 5? * l^?- Fj £ 

ts^'j^^^f - fk/w ^y #>f x-r *£fc#«rtB*e*>y, **i#n>f -7v 

[0 0 2 0] 

sKU K©£-&J*£K*"*5fc*©7>*- 1 fe:'XJKy 5? ? I/**- Ftt, 1 2 
£»Lt#e>*!*- LV^„ «IJiS«K:^*<Z)T>^'fe>X^y 5? * 

12tiW3 0«T, #3^<H:1 5*I£JSU:2 5Jfeg£*T, 
[0 0 2 1] 

8 ffi§E4#¥ 11-3064042 



10 — 233892 



[0 0 2 2] 

«WBH*&=i'K>#ja. y^v-A3B^»fi. *^yt;>^»tt, x 

S*^*fcttmRNA©»IRWte:3F>tf^ y sKV- 
[0 0 2 3] 

*»W©3KU 5i * i'**- Ffc J: tf* rtie>©#|g 

[0 0 2 4] 

9 ffilE#¥ 11-30 
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F"f* DN A *mm.£~r2> PC R&IC J: yiSit-TSZlttfT'^So 

77 J -#£fflV^HPLC?£lCj: *J3Wig-f £ d t tfnTfgT'&So 
[0 0 2 5] 

^ §P Gt*fc"*<& 1 2^J^±©m»lH^J^e>^S>KU 5* ^ 1/ 

*^F) -c&s#y 2? 1^*^ f&. c DNA^>f ^ u -^^e>*^H9<ost^ 

iCJi, GC^t^3 0&V>L7 0%©=bO7bW?i^^ffl^rtgT*S>So S£ 
-^LTffi^S^tfy l^tf^ KttRSMJnfa&oTfcJ:^. If, f«IB(Z>£ 
[0 0 2 6] 

-f y ^ y - e> ^ > ^ A-y- > ^ y > ^ic j: »; £ *ifc-^<z> cdna &^§{f © 
xge#ifr£ft£DN AjtttiDN Aic/w^y *v xi-£*<y i/*^ f ( 

[0 0 2 7] 

jk u j-t i/*^ f, *fctt-tftE>©— asTf&sstfy i/*-*- Ffc^o-^t 

<f? ? 3 a IC «fc »; . *5§W<D»e^a^0D m R N A #»33l bT V 1 * Sffitt 

1 0 HiSE#¥ 11-306 
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[0 0 2 8] 
[0 0 2 9] 

o 

[0 0 3 0] 

tM£* nvH*77^ -8rt>#ttt* n?h^7>f -Si#(Z>£-«y 7 4 -r - 

[0 0 3 1 ] 

1 1 miE^¥ 11-30 
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[0 0 3 2] 

ffi©K*>f >i;Rtf/XH:K*<f > 2 £fljv*5:: F*>f> 
4 £ICJ:y«H£K*>f >&^tm*tt#y K&KJt*-* Cli: 

[0 0 3 3] 

esfe^tff^-r 6 £: ic <fc o t sai#T*$aB©#i&K:t£o T«3fes s. *«t 
#jtMc»W©£BR£I8tt'S*S-fc«\ Ci^^^n-yh& ELISA&, 

fc£<ZMtfitf>*v y7-£eKK*S-&3-efc%©&;BV*T%J:^. 3 

q9©^a^©— BPtt8T^ ; i«I^±t- * s r i: *W t b < . r©J:3fcsKy 

1 2 miE#^ 11-30 



djf 3p 10 — 233892 



[0 0 3 4] 

g^#&lCOV^tt^!i#T-M&£*lT;J3*;, **oi&JS3*l*CV^ ( fAnti 
bodies A Laboratory ManualJ (Cold Spr 
ing Harbor Laboratory Press, 1988) Cha 
pter6)„ *»9!©Stf*:i:bT, ±fa©«i#©»tt79 > b 

V A§r i:=bBl|gT*feS 0 #qJ§*W#lcfcv>T, bfctt*t£trtflcKJ£ 
Sttm*«i#077^>M:*l*btfe»;, JUfcASfctt* F(ab')2 
Fab', Fab, F v >&if£:#lf * Z. $Jx.fc£. *»W©»t# 

&^S/>T?^«¥1-*tF Cab* ) 2 #»&*U /W>TWSi:Fa 
b^f^S. F(ab* ) 2 &2-^^*^hx*y-^/ft^©»«-ca7C 

[0 0 3 5] 

iZlt. (I)*«|S*ifeJ:«B«£#«:Mv^T*»qa©Sa«€:ttffi'r**^ (H)± 
tf&ft*. *»fcLTtt, M*«»»ffiH#7G* (RI) . 0*, TWyXtS. 

m^mm-t^mtvxit. elisas, 

[0 0 3 6] 

1 3 ffi£E^¥ 11-30 
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[0 0 3 7] 

© ggg m iz z ft £ z. t & v ^ . 

1. X^;i/7>f >cDNA0ft 

1) -^D-^t5DNA5:Random Primed DNAlabeli 
ng Kit ("*-y &J8^Ttt»«l»»©»yK:*»Lfc. :/n 

[0 0 3 8] 

2) «fcjc, TSB©jfi«©DNASliS*feW5SL/. - 3 7 TCT 3 0#ISI>f > 

DNA^D-y (50ng//tl) 2*1 

H 2 O 7 a 1 

dNTPs 3 a 1 

[a- 32 P] d-CTP (3 7 0MBq/ml) (TVi/tAttg) 5 ti 1 

Primer 2/tl 

Klenowenzyme 1 ft 1 

^•ft 2 0 * 1 

1 4 ffifE#¥ 1 1-306404 2 
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[0 0 3 9] 

3) H 2 O-eBfflZ^fcC e ntri-Sep^e>A5^ (yj>^h>t^ 
I/-$/3>tfc») T^^L/T, «8RjfcDNA^n-^2:»fc. 

4) 9>f ^ U -ttfc x y^»ArJf^^J»S:«V% (Uni -Z APXR Libr 
ary, STRATAGENE«H!) , (iffllf^^O h 3 (5f 

5) 3) ^# 6 *l fcflf^ftD N A:/ O >*>?>^-T*I^ 
U, 1X10 6 c pm/ml{;&S«fc9(CA>f $f-f -fef- a >£jS$ttC;&n 

-7^-? E&5fc<Z>c DN A£@j£Lfe^>f n>*>:/l/> (7v$/^i**±gU 
Hybond-N+) £jg:jS£-frfco 
[0 0 4 0] 

ExpressHyb n - >5=- V VUWk) 
fcfoUm 6 8 TC 

jKJEfr?^ ExpressHyb (PU-yryVtlW 
3 2P^icDNAyn-y 1X106 cpm/ml 
6 8 "C 

SJ&l$IBf 1 BfrH 
[0 0 4 1 ] 

6) A>f^iJ 94 X0^7 t fc ^ > ^ U > & WT©I t E xpressHyb ( 
2XSSC, 0. 05%SDS 500ml 

0. 1XSSC, 0. 1%SDS 
5 Or 

B£f^4 0#fS 

1 5 ffifE#¥ 11-30 
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[0 0 4 2] 

10) 5) ~9) ®3ft€&3ia|*»jigU Btt07 , 7-^tf©77-yS#-){l! 
=fo©lCb^o «7T-S?S:iajRU 5 0 0 ft 1 ©SMtgJRlCfWHU 2 0 fi 1 <D 

[0 0 4 3] 

2. \zyVR&Vi/x.\Z s £J\/'7 4l/cDNA<DizMM3t 

1 ) SMM(Cl«bfe7 7-ytl 0 n 1 i:XL 1-Blue Uh5 
# >tt«) 2 0 0 /»u /\;w\°- -7 7-V (X h ^ * >*tJR) 1/tll 

a-^u 3 7t, i 5^rasjsa*'fc. 

2) 3mlLB**ICl) T?»-&bfc*ifc*:#U 3 7 *C T? 1 Iftfi ^ 
"TSZLfclCJ; UJtfi^?: pBluescript phagemidt ITfly 

3) 7 0X^2 0#H*t3LMfc lOOOrpm, 1 5#IH5fc»f>£*tU ±» 
[0 0 4 4] 

4) ±mi 0 0 At 1 iSOLR^i|2 0 0 /i 1 ?:I^13 71CT*1 5 CRISIS 

5) *©fk 5 0 ix g/m 1 TVtTS/y >£"^&L B«*CD7*l/— Md 4 ) T*^ 
jSLfcMl O/itl^^t, 3 7TCT? — IftJ&aiLfc. 

6) 13n--$:5 0/tg/ml7>tf^'J>S:^tfLBM3mncM, 3 

1 6 ffi£E4#¥ 11-306 
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7) 2000rpm. 1 0 #[^3t4>:frg£ L*B§® fctaiR b £ 0 

8) Plasmid Mini Kit (Q IAGENtH) ^otlSb, 

[0 0 4 5] 

>2 % ^i/Xtf^E;!/^^ >2fe«fctJ f ^^n:if ; E;i/^^>4 -£ 
tl^frtf) cDNA^pBluescriptSK ( — ) ^^^.^ KlC^Ab, ^ 

PM2, BO-EPM2, Bo-EPM4il»fe. 
0 [0 0 4 6] 

Sequence Listing 

<110> Sumitomo Electric Industries, Co., Ltd. 

<120> Artiodactyla epimorphin 

<130> 98139M 

<160> 6 

<210> 1 

<211> 287 

<212> PRT 

<213> Bos 



1 7 
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10—233892 
<400> 1 

Met Arg Asp Arg Leu Pro Asp Leu Thr Ala Cys Arg Lys Asn Asp Asp 

5 10 15 

Gly Asp Thr Thr Val Val Val Glu Lys Asp His Phe Met Asp Asp Phe 

20 25 30 

Phe His Gin Val Glu Glu lie Arg Asn Ser He Ala Lys He Ala Gin 

35 40 45 

Tyr Val Glu Glu Val Lys Lys Asn His Ser lie He Leu Ser Ala Pro 

50 55 60 

Asn Pro Glu Gly Lys lie Lys Glu Glu Leu Glu Asp Leu Asn Lys Glu 
65 70 75 80 

He Lys Lys Thr Ala Asn Lys He Arg Thr Lys Leu Lys Ser lie Glu 

85 90 95 

Gin Ser Phe Asp Gin Asp Glu Gly Gly Asn Arg Thr Ser Val Glu Leu 

100 105 110 

Arg He Arg Arg Thr Gin His Ser Val Leu Ser Arg Lys Phe Val Glu 

115 120 125 

Val Met Thr Glu Tyr Asn Glu Ala Gin Thr Leu Phe Arg Glu Arg Ser 

130 135 140 

Lys Gly Arg lie Gin Arg Gin Leu Glu lie Thr Gly Lys Thr Thr Thr 
145 150 155 160 

Asp Asp Glu Leu Glu Glu Met Leu Glu Ser Gly Asn Pro Ser He Phe 

165 170 175 

Thr Ser Asp lie lie Ser Asp Ser Gin lie Thr Arg Gin Ala Leu Asn 

180 185 190 

Glu He Glu Ser Arg His Lys Asp He Met Lys Leu Glu Thr Ser He 

195 200 205 

Arg Glu Leu His Glu Met Phe Met Asp Met Ala Met Phe Val Glu Thr 
210 215 220 



1 8 ftfE^f^ 1 1-3064042 
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Gin Gly Glu Met He Asn Asn He Glu Lys Asn Val Met Asn Ala Ala 
225 230 235 240 

Asp Tyr Val Glu His Ala Lys Glu Glu Thr Lys Lys Ala He Lys Tyr 

245 250 255 

Gin Ser Lys Ala Arg Arg Lys Met Met Phe He He He Cys Val Val 

260 265 270 

He Leu Leu Val He Leu Gly lie He Leu Ala Thr Thr Leu Ser 
275 280 285 

<210> 2 
<211> 864 
<212> DNA 
<213> Bos 
<400> 2 

ATG CGG GAC CGG CTG CCG GAC CTG ACG GCG TGT AGG AAA AAT GAT GAT 48 

GGG GAC ACA ACT GTT GTT GTT GAA AAG GAC CAT TTT ATG GAT GAT TTC 96 

TTC CAT CAG GTC GAG GAG ATC AGA AAC AGT ATA GCG AAA ATA GCT CAG 144 

TAT GTC GAA GAA GTG AAG AAA AAC CAC AGC ATC ATT CTT TCT GCA CCA 192 

AAC CCA GAA GGA AAA ATA AAG GAA GAG CTT GAA GAT CTG AAC AAA GAA 240 

ATC AAG AAA ACT GCT AAT AAA ATA AGG ACT AAG TTG AAG TCT ATT GAA 288 

CAG AGT TTT GAT CAG GAT GAG GGT GGA AAC CGA ACT TCT GTG GAG CTT 336 

CGG ATA CGA AGA ACC CAG CAT TCA GTG CTA TCT CGA AAG TTT GTG GAA 384 

GTC ATG ACA GAA TAT AAC GAA GCA CAG ACT CTG TTT CGG GAG CGA AGC 432 

AAA GGC CGT ATA CAG CGT CAG CTA GAA ATA ACT GGA AAA ACT ACC ACC 480 

GAT GAT GAG CTG GAA GAG ATG CTG GAA AGT GGG AAT CCC TCC ATC TTC 528 

ACG TCA GAT ATT ATA TCA GAT TCA CAA ATT ACT AGA CAG GCT CTC AAT 576 

GAA ATT GAG TCC CGT CAT AAA GAC ATC ATG AAG CTG GAG ACA AGC ATC 624 

CGT GAG CTA CAT GAG ATG TTC ATG GAC ATG GCC ATG TTC GTC GAG ACT 672 

CAG GGT GAA ATG ATC AAC AAC ATA GAA AAA AAT GTT ATG AAT GCC GCA 720 

GAC TAT GTA GAA CAT GCA AAA GAA GAA ACG AAG AAA GCT ATT AAA TAT 768 

1 9 fflSE# 5 P 1 1-3064042 
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CAA AGC AAA GCA AGA AGG AAA ATG ATG TTC ATT ATT ATT TGT GTA GTT 816 

ATT TTG CTT GTG ATC CTT GGA ATT ATC CTA GCA ACA ACA TTG TCA TAG 864 

<210> 3 

<211> 274 

<212> PRT 

<213> Bos 

<400> 3 

Met Arg Asp Arg Leu Pro Asp Leu Thr Ala Cys Arg Lys Asn Asp Asp 

5 10 15 

Gly Asp Thr Thr Val Val Val Glu Lys Asp His Phe Met Asp Asp Phe 

20 25 30 

Phe His Gin Val Glu Glu He Arg Asn Ser He Ala Lys He Ala Gin 

35 40 45 

Tyr Val Glu Glu Val Lys Lys Asn His Ser He He Leu Ser Ala Pro 

50 55 60 

Asn Pro Glu Gly Lys He Lys Glu Glu Leu Glu Asp Leu Asn Lys Glu 
65 70 75 80 

He Lys Lys Thr Ala Asn Lys lie Arg Thr Lys Leu Lys Ser He Glu 

85 90 100 

Gin Ser Phe Asp Gin Asp Glu Gly Gly Asn Arg Thr Ser Val Glu Leu 

105 110 115 

Arg He Arg Arg Thr Gin His Ser Val Leu Ser Arg Lys Phe Val Glu 

120 125 130 

Val Met Thr Glu Tyr Asn Glu Ala Gin Thr Leu Phe Arg Glu Arg Ser 

135 140 145 

Lys Gly Arg He Gin Arg Gin Leu Glu lie Thr Gly Lys Thr Thr Thr 
150 155 160 165 

Asp Asp Glu Leu Glu Glu Met Leu Glu Ser Gly Asn Pro Ser lie Phe 



1 1 
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iff sjl 10 — 233892 

170 175 180 

Thr Ser Asp lie lie Ser Asp Ser Gin He Thr Arg Gin Ala Leu Asn 

185 190 195 

Glu lie Glu Ser Arg His Lys Asp He Met Lys Leu Glu Thr Ser He 

200 205 210 

Arg Glu Leu His Glu Met Phe Met Asp Met Ala Met Phe Val Glu Thr 

215 220 225 

Gin Gly Glu Met lie Asn Asn lie Glu Lys Asn Val Met Asn Ala Ala 
230 235 240 245 

Asp Tyr Val Glu His Ala Lys Glu Glu Thr Lys Lys Ala lie Lys Tyr 

250 255 260 

Gin Ser Lys Ala Arg Arg Val Ser Leu Val Phe Gin Ser 
265 270 

<210> 4 
<211> 810 
<212> DNA 
<213> Bos 
<400> 4 

ATG CGG GAC CGG CTG CCG GAC CTG ACG GCG TGT AGG AAA AAT GAT GAT 48 
GGG GAC ACA ACT GTT GTT GTT GAA AAG GAC CAT TTT ATG GAT GAT TTC 96 
TTC CAT CAG GTC GAG GAG ATC AGA AAC AGT ATA GCG AAA ATA GCT CAG 144 
TAT GTC GAA GAA GTG AAG AAA AAC CAC AGC ATC ATT CTT TCT GCA CCA 192 
AAC CCA GAA GGA AAA ATA AAG GAA GAG CTT GAA GAT CTG AAC AAA GAA 240 
ATC AAG AAA ACT GCT AAT AAA ATA AGG ACT AAG TTG AAG TCT ATT GAA 288 
CAG AGT TTT GAT CAG GAT GAG GGT GGA AAC CGA ACT TCT GTG GAG CTT 336 
CGG ATA CGA AGA ACC CAG CAT TCA GTG CTA TCT CGA AAG TTT GTG GAA 384 
GTC ATG ACA GAA TAT AAC GAA GCA CAG ACT CTG TTT CGG GAG CGA AGC 432 
AAA GGC CGT ATA CAG CGT CAG CTA GAA ATA ACT GGA AAA ACT ACC ACC 480 
GAT GAT GAG CTG GAA GAG ATG CTG GAA AGT GGG AAT CCC TCC ATC TTC 528 
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<210> 5 
<211> 287 
<212> PRT 
<213> Ovis 
<400> 5 

Met Arg Asp Arg Leu Pro Asp Leu Thr Ala Cys Arg Lys Asn Asp Asp 

15 10 15 

Gly Asp Thr Thr Val Val Val Glu Lys Asp His Phe Met Asp Asp Phe 

20 25 30 

Phe His Gin Val Glu Glu He Arg Asn Ser He Ala Lys He Ala Gin 

35 40 45 

Tyr Val Glu Glu Val Lys Lys Asn His Ser He lie Leu Ser Ala Pro 

50 55 60 

Asn Pro Glu Gly Lys lie Lys Glu Glu Leu Glu Asp Leu Asn Lys Glu 
65 70 75 80 

He Lys Lys Thr Ala Asn Lys He Arg Thr Lys Leu Lys Ser lie Glu 

85 90 95 

Gin Ser Phe Asp Gin Asp Glu Gly Gly Asn Arg Thr Ser Val Glu Leu 

100 105 110 

Arg He Arg Arg Thr Gin His Ser Val Leu Ser Arg Lys Phe Val Glu 

115 120 125 

Val Met Thr Glu Phe Asn Glu Ala Gin Thr Leu Phe Arg Glu Arg Ser 
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130 135 I 40 

Lys Gly Arg He Gin Arg Gin Leu Glu He Thr Gly Lys Thr Thr Thr 
145 150 155 160 

Asp Asp Glu Leu Glu Glu Met Leu Glu Ser Gly Asn Pro Ser He Phe 

165 170 175 

Thr Ser Asp lie lie Ser Asp Ser Gin lie Thr Arg Gin Ala Leu Asn 

180 185 190 

Glu He Glu Ser Arg His Lys Asp lie Met Lys Leu Glu Thr Ser lie 

195 200 205 

Arg Glu Leu His Glu Met Phe Met Asp Met Ala Met Phe Val Glu Thr 

210 215 220 

Gin Gly Glu Met He Asn Asn lie Glu Lys Asn Val Thr Asn Ala Ala 
225 230 235 240 

Asp Tyr Val Glu His Ala Lys Glu Glu Thr Lys Lys Ala lie Lys Tyr 

245 250 255 

Gin Ser Lys Ala Arg Arg Lys Met Met Phe lie lie He Cys Val Val 

260 265 270 

lie Leu Leu Val He Phe Gly I le I le Leu Ala Thr Thr Leu Ser 
275 280 285 

<210> 6 
<211> 864 
<212> DNA 
<213> Ovis 
<400> 6 

ATG CGG GAC CGG CTG CCG GAC CTG ACG GCG TGT AGG AAA AAT GAT GAT 
GGG GAC ACA ACT GTT GTT GTT GAA AAG GAC CAT TTT ATG GAT GAT TTC 
TTC CAT CAG GTC GAG GAG ATC AGA AAC AGT ATA GCA AAA ATA GCT CAG 144 
TAT GTC GAA GAA GTG AAG AAA AAC CAC AGC ATC ATT CTT TCT GCA CCA 192 
AAC CCA GAA GGA AAA ATA AAG GAA GAG CTT GAA GAT CTG AAC AAA GAA 240 
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